Clostridium botulinum occurrence in Kosovo honey samples

Hamdi Aliu!, Rreze M Gecajl->*, Sali Kumru?, Zeynep Dengiz Balta’, Fikri Balta’

IDepartment of Veterinary Medicine, Faculty of Agriculture and Veterinary, University of Pristina, 10000 Pristina, Kosovo
’Department of Food Technology and Biotechnology, Faculty of Agriculture and Veterinary, University of Pristina, 10000 Pristina, Kosovo
3 Department of Fisheries, Recep Tayyip Erdogan University, 53 100 Rize, Turkey

x . .
correspondence: rreze.gecaj(@uni-pr.edu

Introduction

» The aim of this study was an examination of 30 polyfloral honey samples collected directly from small Kosovo beekeepers (artisanal
producers) to determine the presence of Clostridium botulinum.

» The Kosovo territory was divided into 30 equal surface units spanning the entire region of Kosovo.

» Samples were collected from July to September 2018 and dark stored at 8° C until further analysis.

Materials and methods
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with two sets of universal 16S rRNA -
bacterial primers was performed.
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Table 1. Biochemaical tests of 1solated bacteria <o
Sample # Gram’s stain | Catalase Oxidase K11
K18 -+ _ _ { K3B
- K20S
K9 + - -
K1l + - _ L K17P
K3B + - - K29
K20S + - -
K17P + - - NZ CP028842.1:55102-56618 Clostridium botulinum strain DFPST0029
Egg — - - NC 009495.1:63172-64683 Clostridium botulinum A str. ATCC 3502
K25 + - - K22
k4 — - - K25
K23 + - -
K5 + + - l K4
K27 + + +
K30 ot + i T K23
K26 + + - L NZ CP013296.1:1131682-1133235 Clostridium botulinum strain CDC 54064
K16 +- + +
K13 4 4 _ {NC 015425.1:2172813-2174330 Clostridium botulinum BKT015925
K19 _ _ _ NC 018648.1:3608772-3610285 Clostridium botulinum B str. Eklund 17B (NRP)
K14B - 0.10
K24 T n . ——
K28 + + - . . - . . .
Figure 1. Phylogenetic tree of Clostridium botulinum with reference and representative
K17S T Ll - genomes 16S rRNA sequence region. First number indicated the genomes accession
K15 + + - numbers (NZ_CP013296.1), and second number showed the 16S rRNA sequence
K 14K 1 1 _ location (1131682-1133235) in the genomes (C. botulinum strain CDC 54064).
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